Introduction

48
Pediatric solid brain tumors are the most common Central Nervous System 49 neoplasia in childhood and the second most common before 20 years old [1] . In particular, 50 Glioblastoma Multiforme (GbM) or grade IV astrocytoma is the most common and lethal 51 adult malignant brain tumor [2] , while in pediatric population GbM occurred only in 8-12%
52 of the population. Nevertheless, in both populations gliomas are characterized by their 53 aggressive medical behavior, a significant amount of morbidity and high mortality rate [3] .
54
GbM is difficult to classify because they diverge considerably in morphology, location, support cell transformation during carcinogenesis [10, 11] , suggesting that its proteome is 68 versatile and that sense the spatial and temporal dynamics of the cell biological processes, satisfactory shots in 20 short steps were performed, the peak resolution threshold was set at 173 1,500, the signal/noise ratio of tolerance was 6, and contaminants were not excluded. The 
179
The mass spectrometry proteomics data have been deposited to the Table 1 ). According to the PCA, the total variation in the spots 227 abundance in all gels can be explained by five principal components (Fig. 1A) . The first 228 component (PC1) holds 63% of whole explained variance (Fig 1B) whiles the others four 229 components together explain only the 37% of the variance remaining. PC1 also distinguish 230 between T98G and U87MG gels (Fig. 1C) . 165 spots from CP1 were selected according to Table 3 ). The first set of spots showed more mean abundance in T98G and 235 smaller in U87MG, different than the second set, which is more abundant in U87MG (Fig.   236   1D ). 20 specific spots in T98G and 20 in U87MG (randomly selected too) were added. (Fig. 2C ).
249
The initial mitochondrial proteome PPI networks were built with 66 proteins (Fig. 3C ).
268
U87MG extended PPI network (Fig. 3B ) shows many differences with that of T98G.
269
Although this net is more fractionated, it is possible to recognize some enriched biological 270 process. One of the more remarkable, found in carcinogenesis, is the change on energetic found (Fig. 4A) . Also, as "Glycolysis" was the most enhanced process in U87MG (3.6E-297 13), the bioenergetic signature was assayed too (Fig. 4B) 
